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3 <110> APPLICANT: MATSUDA, Hikaru 

4 SAWA, Yoshiki 

5 TAKETANI , Satoshi 

6 MIYAGAWA, Shigeru 

8 <120> TITLE OF INVENTION: three dimensional tissue contruct 
10 <130> FILE REFERENCE: CD009PCT 
C--> 12 <140> CURRENT APPLICATION NUMBER: US/10/567,728 
C--> 12 <141> CURRENT FILING DATE: 2006-01-31 

12 <150> PRIOR APPLICATION NUMBER: JP2003 -285476 

13 <151> PRIOR FILING DATE: 2003-08-01 
15 <160> NUMBER OF SEQ ID NOS : 20 

17 <170> SOFTWARE: Patentln version 3.1 

19 <210> SEQ ID NO: 1 

20 <211> LENGTH: 5956 

21 <212> TYPE: DNA 

22 <213> ORGANISM: Homo sapiens 

24 <400> SEQUENCE: 1 

25 atgagttctg actcagaatt ggctgttttt ggggaggctg ctcctttcct ccgaaagtct 60 
27 gaaagggaac gcattgaggc ccagaatagg ccctttgatg ccaaaacatc tgtctttgtg 120 
2 9 gcggagccca aagaatcctt tgtcaaaggg accatccaga gcagagaagg aggaaaagtg 180 
31 acggtgaaga ctgagggagg agcgactctg acagtgaagg atgatcaggt cttccccatg 240 
33 aaccctccca aatatgacaa gatcgaggat atggccatga tgactcatct gcatgagcct 300 
35 gctgtgctgt acaacctcaa agaacgttat gcagcctgga tgatctacac ctattcaggt 360 
37 ctcttctgtg tcactgtcaa cccctacaag tggctgcctg tgtataagcc cgaggtggtg 420 
39 acagcctacc gaggcaaaaa gcgccaggag gccccgcccc acatcttctc catctctgac 480 
41 aacgcctatc agttcatgct gactgaccga gagaatcagt caatcctgat cactggagaa 540 
43 tctggtgcag ggaagactgt gaacaccaag cgtgtcatcc agtactttgc aacaattgca 600 
45 gttactggtg agaagaagaa ggaagaaatt acttctggca aaatacaggg gactctggaa 660 
47 gatcaaatca tcagtgccaa ccccctactg gaggcctttg gcaacgccaa gaccgtgagg 720 
49 aatgacaact cctctcgctt tggtaaattc atcagaatcc actttggcac tactggaaaa 780 
51 ctggcatctg ctgatattga aacatatctg ctagagaagt ctagagttgt tttccagctt 840 
53 aaggctgaga gaagttatca tattttttac cagattacat cgaataagaa accagaactt 900 
55 attgaaatgc ttctgattac cacgaaccca tatgattacc catttgtcag tcaaggggag 960 
57 atcagtgtgg ccagcatcga tgatcaggaa gaactgatgg ccacagatag tgctattgat 1020 
59 attttgggct ttactaatga agaaaaggtc tccatttaca agctcacggg ggctgtgatg 1080 
61 cattatggga acctaaaatt taagcaaaag cagcgtgagg agcaagcaga gccagatggc 1140 
63 acagaagttg ctgacaaggc ggcctacctc cagagtctga actctgcaga tctgctcaaa 1200 
65 gctctctgct accccagggt caaggtcggc aatgagtatg tcaccaaagg ccagactgta 1260 
67 gaacaggtgt ccaacgcagt aggtgctctg gccaaagccg tctacgagaa gatgttcctg 1320 
69 tggatggttg cccgcatcaa ccagcagctg gacaccaagc agcccaggca gtacttcatc 13 80 
71 ggggtcttgg acattgctgg ttttgagatt tttgatttca acagcctgga gcagctgtgc 1440 
73 atcaatttca- ccaatgagaa actgcaacag tttttcaacc accacatgtt cgtgctggag 1500 
75 caggaggagt acaagaagga aggcatcgag tggacgttca tcgacttcgg gatggacctg 1560 
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77 gctgcctgca tcgagctcat cgagaagcct atgggcatct tctccatcct ggaagaggag 1620 

79 tgcatgttcc ctaaggcaac agacacctcc ttcaagaaca agctgtatga ccagcacctg 1680 

81 ggcaagtctg ccaacttcca gaagcccaag gtggtcaaag gcaaggccga ggcccacttc 1740 

83 gctctgattc actatgctgg tgttgtggac tacaacatta ctggctggct ggagaagaac 1800 

85 aaggaccccc tgaatgagac cgtggttgga ctgtaccaga agtctgcaat gaaaactcta 1860 

87 gctcagctct tctctggggc tcaaactgct gaaggagagg gagctggtgg aggggccaag 1920 

89 aaaggtggta agaagaaggg ctcttctttc cagacagtgt ctgccctttt cagagagaat 1980 

91 ttgaacaagc tgatgaccaa cctcaggagt acccatcctc actttgtgag gtgtatcatc 2040 

93 cccaatgaga caaaaactcc tggtgccatg gagcatgagc ttgtcctcca ccagctgagg 2100 

95 tgtaacggtg tgctggaagg catccgcatc tgtaggaaag gatttccaag cagaatcctt 2160 

97 tatgcagact tcaaacagag atacaaggta ttaaatgcaa gtgcaatccc tgaagggcaa 2220 

99 ttcattgata gcaagaaggc ctctgagaag ctccttgcat ccatcgacat tgaccacacc 2280 

101 cagtataaat ttgggcacac caaggtcttt ttcaaagctg gtcttctggg gctcctagag 2340 

103 gagatgcgag atgacaagct ggcccagctg attacccgaa cccaggccag gtgcagaggg 2400 

105 ttcttggcaa gagtggagta ccagaggatg gtggagagaa gggaggccat cttctgtatc 2460 

107 cagtacaata tcagatcctt catgaatgtc aagcactggc cctggatgaa actcttcttc 2520 

109 aagatcaagc ctctgttgaa gagtgcagaa actgagaagg agatggccac catgaaggaa 2580 

111 gaatttcaga aaattaaaga cgaacttgcc aagtcagagg caaaaaggaa ggaactggaa 264 0 

113 gaaaagatgg tgacgctgtt gaaagaaaaa aatgacttgc agctccaagt tcaggctgaa 2700 

115 gccgaaggct tggctgatgc agaggaaagg tgtgaccagc taatcaaaac caaaatccag 2760 

117 ctagaagcca aaatcaaaga ggtgactgag agagctgagg atgaggaaga gatcaatgct 282 0 

119 gagctgacag ccaagaagag gaaactggag gatgaatgtt cagaactcaa gaaagacatt 2880 

121 gatgaccttg agctgacact ggccaaggtt gagaaggaga aacatgccac agaaaacaag 2940 

123 gtgaaaaacc tcacagaaga gatggcaggt ctggatgaaa ccattgctaa gctgaccaag 3000 

125 gagaagaagg ctctccagga ggcccaccag cagaccctgg atgacctgca ggcagaggag 3 060 

127 gacaaagtca acaccctgac caaagctaaa atcaaacttg aacaacaagt ggatgatctt 3120 

12 9 gaagggtcct tggagcaaga aaagaaactt cgcatggacc tagaaagggc taagaggaaa 3180 
131 cttgagggtg acttgaagtt ggcccaagaa tccataatgg acattgaaaa tgagaaacag 3240 
133 caacttgatg aaaagctcaa aaagaaagag tttgaaatca gcaatctgca aagcaagatt 33 00 
135 gaagatgaac aggcacttgg cattcaattg cagaagaaaa ttaaagaatt gcaagcccgc 3360 
137 attgaggagc tggaggagga aatcgaggcg gagcgggcct cccgggccaa agcagagaag 3420 

13 9 cagcgctctg acctctcccg ggagctggag gagatcagcg agaggctgga agaagccggt 34 80 
141 ggggccactt cagcccagat tgagatgaac aagaagcggg aggctgagtt ccagaaaatg 3540 
143 cgcagggacc tggaggaggc caccctacag catgaagcca cagcggccac cctgaggaag 3600 
145 aagcatgcag atagtgtggc cgagcttggg gagcagattg acaacctgca gcgagtgaag 3660 
147 cagaagctgg agaaggagaa gagtgagatg aagatggaga ttgatgacct tgctagtaat 372 0 
149 gtagaaacgg tctccaaagc caagggaaac ctagagaaaa tgtgccggac tctagaggac 3780 
151 caactgagtg aactgaaatc aaaggaagag gagcagcagc ggctgatcaa tgacctgact 3840 
153 gcgcagaggg ggcgcctgca gactgaatct ggtgagtttt cacgccagct tgatgaaaag 3 900 
155 gaagctctgg tgtctcagtt atcaagaggc aaacaagcct ttactcaaca gattgaagaa 3960 
157 ttaaagaggc aacttgaaga ggagataaaa gccaagaacg ccctggcgca tgccctgcag 4020 
159 tcttcccgcc acgactgtga cctgctgcgg gaacagtatg aggaggagca ggaatccaag 4080 
161 gccgagctgc agagagcact gtccaaggcc aacaccgagg ttgcccaatg gaggaccaaa 4140 
163 tacgagacgg acgccatcca gcgcacagag gagctggagg aggccaagaa gaagctggcc 42 00 
165 cagcggctgc aggcagctga ggaacatgta gaagctgtga acgccaaatg tgcttccctc 4260 
167 gaaaagacga agcagcggct gcagaatgag gtcgaggacc tcatgcttga tgtggagagg 4320 
169 acaaatgccg cctgtgccgc ccttgacaaa aagcaaagga acttcgataa gatcctggca 4380 
171 gaatggaaac agaaatgtga ggaaacgcat gctgagcttg aggcctccca gaaggaggcc 4440 
173 cgttcccttg gcactgagct gttcaagata aagaatgcct atgaggaatc tttggatcag 4500 
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175 ctagaaaccc tgaagcgaga gaacaaaaac ttacagcagg agatttctga cctcacggaa 4560 

177 cagattgcag aaggagggaa acgtatccat gaactggaga aaataaagaa acaagtggaa 4620 

179 caagaaaagt gtgaacttca ggctgcttta gaagaagcag aggcatctct tgaacatgaa 4680 

181 gagggaaaga tcctgcgcat ccagcttgag ttgaaccaag tcaagtctga ggttgatagg 4740 

183 aaaattgctg aaaaagatga ggaaattgac cagctgaaga gaaaccacat tagaatcgtg 4800 

185 gagtccatgc agagcacgct ggatgctgag atcaggagta ggaatgatgc cattaggctc 4860 

187 aagaagaaga tggagggaga cctcaatgaa atggaaatcc agctgaacca tgccaaccgc 4920 

189 atggctgctg aggccctgag gaactacagg aacacccaag gcatcctcaa ggatacccag 4980 

191 atccacctgg atgatgctct ccggagccag gaggacctga aggaacagct ggccatggtg 5040 

193 gagcgcagag ccaacctgct gcaggctgag atcgaggagc tgcgggccac tctggaacag 5100 

195 acagagagga gcagaaaaat cgcagaacag gagctcctgg atgccagtga gcgtgttcag 5160 

197 ctactgcaca cccagaacac cagcctgatc aacaccaaga agaagctgga gacagatatt 5220 

199 tcccaaatgc aaggagagat ggaggacatt ctccaggaag cccgcaatgc agaagaaaag 52 80 

201 gccaagaagg ccatcactga tgccgccatg atggctgagg agctgaagaa ggagcaggac 5340 

203 accagcgccc acctggagcg gatgaagaag aacatggagc agaccgtgaa ggatctgcag 5400 

205 ctccgtctgg atgaggctga gcagctggcc ctgaagggtg ggaagaagca gatccagaaa 5460 

2 07 ctggaggcca gggtacggga gctggaagga gaggttgaga gtgagcaaaa gcgtaatgct 5520 

209 gaggctgtca aaggtctgcg caaacatgag aggcgagtga aggaactcac ttaccagacg 5580 

211 gaagaagata gaaagaatat tctcaggctt caagatttgg tagataaact tcaggcaaaa 5640 

213 gtgaaatctt ataagagaca agctgaggag gctgaggaac aatccaacac caatctagct 5700 

215 aaattccgca agctccagca tgagctggag gaggccgagg aacgggctga cattgctgag 5760 

217 tcccaggtga acaaactgcg ggtgaagagc cgggaggttc acacaaaagt cataagtgaa 5820 

219 gagtgatcat gtcctgatgc catggaatga ctgaagacag gcacaaaatg tgacatcttt 5880 

221 ggtcatttcc ctctgtaatt attgtgtatt ctaccctgtt gcaaaggaaa taaagcatag 5940 

223 ggtagtttgc aaacaa 5956 

226 <210> SEQ ID NO: 2 

227 <211> LENGTH: 1941 

228 <212> TYPE: PRT 

22 9 <213> ORGANISM: Homo sapiens 
231 <400> SEQUENCE: 2 

23 3 Met Ser Ser Asp Ser Glu Leu Ala Val Phe Gly Glu Ala Ala Pro Phe 
234 15 10 15 

23 7 Leu Arg Lys Ser Glu Arg Glu Arg lie Glu Ala Gin Asn Arg Pro Phe 
238 20 25 30 

241 Asp Ala Lys Thr Ser Val Phe Val Ala Glu Pro Lys Glu Ser Phe Val 

242 35 40 45 

245 Lys Gly Thr lie Gin Ser Arg Glu Gly Gly Lys Val Thr Val Lys Thr 

246 50 55 60 

24 9 Glu Gly Gly Ala Thr Leu Thr Val Lys Asp Asp Gin Val Phe Pro Met 
250 65 70 75 80 
2 53 Asn Pro Pro Lys Tyr Asp Lys lie Glu Asp Met Ala Met Met Thr His 
254 85 90 95 



257 


Leu 


His 


Glu 


Pro 


Ala 


Val 


Leu 


Tyr 


Asn 


Leu 


Lys 


Glu 


Arg 


Tyr 


Ala 


Ala 


258 








100 










105 










110 






261 


Trp 


Met 


He 


Tyr 


Thr 


Tyr 


Ser 


Gly 


Leu 


Phe 


Cys 


Val 


Thr 


Val 


Asn 


Pro 


262 






115 










120 










125 








265 


Tyr 


Lys 


Trp 


Leu 


Pro 


Val 


Tyr 


Lys 


Pro 


Glu 


Val 


Val 


Thr 


Ala 


Tyr 


Arg 


266 




130 










135 










140 










269 


Gly 


Lys 


Lys 


Arg 


Gin 


Glu 


Ala 


Pro 


Pro 


His 


He 


Phe 


Ser 


He 


Ser 


Asp 
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270 


145 










150 










155 










160 


273 


Asn 


Ala 


Tyr 


Gin 


Phe 


Met 


Leu 


Thr 


Asp 


Arg 


Glu 


Asn 


Gin 


Ser 


He 


Leu 


2 74 










165 










170 










175 




277 


He 


Thr 


Gly 


Glu 


Ser 


Gly 


Ala 


Gly 


Lys 


Thr 


Val 


Asn 


Thr 


Lys 


Arg Val 


278 








180 










185 










190 






281 


He 


Gin 


Tyr 


Phe 


Ala 


Thr 


He 


Ala 


Val 


Thr 


Gly 


Glu 


Lys 


Lys 


Lys 


Glu 


282 






195 










200 










205 








285 


Glu 


He 


Thr 


Ser 


Gly 


Lys 


He 


Gin 


Gly 


Thr 


Leu 


Glu 


Asp 


Gin 


He 


He 


286 




210 










215 










220 










289 


Ser 


Ala 


Asn 


Pro 


Leu 


Leu 


Glu 


Ala 


Phe 


Gly 


Asn 


Ala 


Lys 


Thr 


Val 


Arg 


290 


225 










230 










235 










240 


293 


Asn 


Asp 


Asn 


Ser 


Ser 


Arg 


Phe 


Gly 


Lys 


Phe 


He 


Arg 


He 


His 


Phe Gly 


294 










245 










250 










255 




297 


Thr 


Thr 


Gly 


Lys 


Leu 


Ala 


Ser 


Ala 


Asp 


He 


Glu 


Thr 


Tyr 


Leu 


Leu 


Glu 


298 








260 










265 










270 






301 


Lys 


Ser 


Arg 


Val 


Val 


Phe 


Gin 


Leu 


Lys 


Ala 


Glu 


Arg 


Ser 


Tyr 


His 


He 


302 






275 










280 










285 








305 


Phe 


Tyr 


Gin 


He 


Thr 


Ser 


Asn 


Lys 


Lys 


Pro 


Glu 


Leu 


He 


Glu 


Met 


Leu 


306 




290 










295 










300 










309 


Leu 


He 


Thr 


Thr 


Asn 


Pro 


Tyr 


Asp 


Tyr 


Pro 


Phe 


Val 


Ser 


Gin 


Gly Glu 


310 


305 










310 










315 










320 


313 


He 


Ser 


Val 


Ala 


Ser 


He 


Asp 


Asp 


Gin 


Glu 


Glu 


Leu 


Met 


Ala 


Thr 


Asp 


314 










325 










330 










335 




317 


Ser 


Ala 


He 


Asp 


He 


Leu 


Gly 


Phe 


Thr 


Asn 


Glu 


Glu 


Lys 


Val 


Ser 


He 


318 








340 










345 










350 






321 


Tyr 


Lys 


Leu 


Thr 


Gly 


Ala 


Val 


Met 


His 


Tyr 


Gly 


Asn 


Leu 


Lys 


Phe 


Lys 


322 






355 










360 










365 








325 


Gin 


Lys 


Gin 


Arg 


Glu 


Glu 


Gin 


Ala 


Glu 


Pro 


Asp 


Gly 


Thr 


Glu 


Val 


Ala 


326 




370 










375 










380 










329 


Asp 


Lys 


Ala 


Ala 


Tyr 


Leu 


Gin 


Ser 


Leu 


Asn 


Ser 


Ala 


Asp 


Leu 


Leu 


Lys 


330 


385 










390 










395 










400 


333 


Ala 


Leu 


Cys 


Tyr 


Pro 


Arg 


Val 


Lys 


Val 


Gly 


Asn 


Glu 


Tyr 


Val 


Thr 


Lys 


334 










405 










410 










415 




337 


Gly 


Gin 


Thr 


Val 


Glu 


Gin 


Val 


Ser 


Asn 


Ala 


Val 


Gly 


Ala 


Leu 


Ala 


Lys 


338 








420 










425 










430 






341 


Ala 


Val 


Tyr 


Glu 


Lys 


Met 


Phe 


Leu 


Trp 


Met 


Val 


Ala 


Arg 


He 


Asn 


Gin 


342 






435 










440 










445 








345 


Gin 


Leu 


Asp 


Thr 


Lys 


Gin 


Pro 


Arg 


Gin 


Tyr 


Phe 


He 


Gly 


Val 


Leu Asp 


346 




450 










455 










460 










349 


He 


Ala 


Gly 


Phe 


Glu 


He 


Phe 


Asp 


Phe 


Asn 


Ser 


Leu 


Glu 


Gin 


Leu 


Cys 


350 


465 










470 










475 










480 


353 


He 


Asn 


Phe 


Thr 


Asn 


Glu 


Lys 


Leu 


Gin 


Gin 


Phe 


Phe 


Asn 


His 


His 


Met 


354 










485 










490 










495 




357 


Phe 


Val 


Leu 


Glu 


Gin 


Glu 


Glu 


Tyr 


Lys 


Lys 


Glu 


Gly 


He 


Glu 


Trp 


Thr 


358 








500 










505 










510 






361 


Phe 


He 


Asp 


Phe 


Gly 


Met 


Asp 


Leu 


Ala 


Ala 


Cys 


He 


Glu 


Leu 


He 


Glu 


362 






515 










520 










525 








365 


Lys 


Pro 


Met 


Gly 


He 


Phe 


Ser 


He 


Leu 


Glu 


Glu 


Glu 


Cys 


Met 


Phe 


Pro 


366 




530 










535 










540 











file://C:\CRF4\Outhold\VsrJ567728.htm 



2/27/2006 



Page 5 of 7 



RAW SEQUENCE LISTING DATE: 02/27/2006 

PATENT APPLICATION: US/10/567,728 TIME: 14:41:02 



Input Set : A:\CD009PCTseq.txt 

Output Set: N:\CRF4\02272006\J567728.raw 



369 


Lys 


Ala 


Thr 


Asp 


Thr 


Ser 


Phe 


Lys 


Asn 


Lys 


Leu 


Tyr 


Asp 


Gin 


His 


Leu 


370 


545 










550 










555 










560 


373 


Gly 


Lys 


Ser 


Ala 


Asn 


Phe 


Gin 


Lys 


Pro 


Lys 


Val 


Val 


Lys 


Gly 


Lys 


Ala 


374 










565 










570 










575 




377 


Glu 


Ala 


His 


Phe 


Ala 


Leu 


He 


His 


Tyr 


Ala 


Gly 


Val 


Val 


Asp 


Tyr 


Asn 


378 








580 










585 










590 






381 


He 


Thr 


Gly 


Trp 


Leu 


Glu 


Lys 


Asn 


Lys 


Asp 


Pro 


Leu 


Asn 


Glu 


Thr 


Val 


382 






595 










600 










605 








385 


Val 


Gly 


Leu 


Tyr 


Gin 


Lys 


Ser 


Ala 


Met 


Lys 


Thr 


Leu 


Ala 


Gin 


Leu 


Phe 


386 




610 










615 










620 










389 


Ser 


Gly 


Ala 


Gin 


Thr 


Ala 


Glu 


Gly 


Glu 


Gly 


Ala 


Gly 


Gly 


Gly 


Ala 


Lys 


390 


625 










630 










635 










640 


393 


Lys 


Gly 


Gly 


Lys 


Lys 


Lys 


Gly 


Ser 


Ser 


Phe 


Gin 


Thr 


Val 


Ser 


Ala 


Leu 


394 










645 










650 










655 




397 


Phe 


Arg 


Glu 


Asn 


Leu 


Asn 


Lys 


Leu 


Met 


Thr 


Asn 


Leu 


Arg 


Ser 


Thr 


His 


398 








660 










665 










670 






401 


Pro 


His 


Phe 


Val 


Arg 


Cys 


He 


He 


Pro 


Asn 


Glu 


Thr 


Lys 


Thr 


Pro 


Gly 


402 






675 










680 










685 








405 


Ala 


Met 


Glu 


His 


Glu 


Leu 


Val 


Leu 


His 


Gin 


Leu 


Arg 


Cys 


Asn 


Gly 


Val 


406 




690 










695 










700 










409 


Leu 


Glu 


Gly 


He 


Arg 


He 


Cys 


Arg 


Lys 


Gly 


Phe 


Pro 


Ser 


Arg 


He 


Leu 


410 


705 










710 










715 










720 


413 


Tyr 


Ala 


Asp 


Phe 


Lys 


Gin 


Arg 


Tyr 


Lys 


Val 


Leu 


Asn 


Ala 


Ser 


Ala 


He 


414 










725 










730 










735 




417 


Pro 


Glu 


Gly 


Gin 


Phe 


He 


Asp 


Ser 


Lys 


Lys 


Ala 


Ser 


Glu 


Lys 


Leu 


Leu 


418 








740 










745 










750 






421 


Ala 


Ser 


He 


Asp 


He 


Asp 


His 


Thr 


Gin 


Tyr 


Lys 


Phe 


Gly 


His 


Thr 


Lys 


422 






755 










760 










765 








425 


Val 


Phe 


Phe 


Lys 


Ala 


Gly 


Leu 


Leu 


Gly 


Leu 


Leu 


Glu 


Glu 


Met 


Arg 


Asp 


426 




770 










775 










780 










429 


Asp 


Lys 


Leu 


Ala 


Gin 


Leu 


He 


Thr 


Arg 


Thr 


Gin 


Ala 


Arg 


Cys 


Arg 


Gly 


430 


785 










790 










795 










800 


433 


Phe 


Leu 


Ala 


Arg 


Val 


Glu 


Tyr 


Gin 


Arg 


Met 


Val 


Glu 


Arg 


Arg 


Glu 


Ala 


434 










805 










810 










815 




437 


He 


Phe 


Cys 


He 


Gin 


Tyr 


Asn 


He 


Arg 


Ser 


Phe 


Met 


Asn 


Val 


Lys 


His 


438 








820 










825 










830 






441 


Trp 


Pro 


Trp 


Met 


Lys 


Leu 


Phe 


Phe 


Lys 


He 


Lys 


Pro 


Leu 


Leu 


Lys 


Ser 


442 






835 










840 










845 








445 


Ala 


Glu 


Thr 


Glu 


Lys 


Glu 


Met 


Ala 


Thr 


Met 


Lys 


Glu 


Glu 


Phe 


Gin 


Lys 


446 




850 










855 










860 










449 


He 


Lys 


Asp 


Glu 


Leu 


Ala 


Lys 


Ser 


Glu 


Ala 


Lys 


Arg 


Lys 


Glu 


Leu 


Glu 


450 


865 










870 










875 










880 


453 


Glu 


Lys 


Met 


Val 


Thr 


Leu 


Leu 


Lys 


Glu 


Lys 


Asn 


Asp 


Leu 


Gin 


Leu 


Gin 


454 










885 










890 










895 




457 


Val 


Gin 


Ala 


Glu 


Ala 


Glu 


Gly 


Leu 


Ala 


Asp 


Ala 


Glu 


Glu 


Arg 


Cys 


Asp 


458 








900 










905 










910 






461 


Gin 


Leu 


He 


Lys 


Thr 


Lys 


He 


Gin 


Leu 


Glu 


Ala 


Lys 


He 


Lys 


Glu 


Val 


462 






915 










920 










925 








465 


Thr 


Glu 


Arg 


Ala 


Glu 


Asp 


Glu 


Glu 


Glu 


He 


Asn 


Ala 


Glu 


Leu 


Thr 


Ala 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/567 , 728 



DATE: 02/27/2006 
TIME: 14:41:03 



Input Set : A:\CD009PCTseq.txt 

Output Set: N:\CRF4\02272006\J567728.raw 



L:12 M:270 C: Current Application Number differs, Replaced Current Application No 
L:12 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:2183 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 7 , Line# : 2181 
L:2637 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 9 , Line# : 2630 
L:2847 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 11 , Line# : 2840 
L:3025 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 13 , Line# : 3018 
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